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GZ16070100985(RAB3IP-1) CMV-F_Z_B04 

Ccgaatggggacaatagcagagctcgtttagtgaccgtcagatcgcctggagacgccatccacgctgttttgacctccatagaagacaccgactctactagaggatcgctagc

gctaccggactcagatctcgagctcaagcttcgaattctgcagtcgacggtaccgcgggcccgggatccgccaccatgggattaaaaaagatgaaagggttatcttatgatgag

gcttttgctatggctaatgatcccttggaaggcttccatgaagtaaaccttgcttcacctacttctccggaccttcttggtgtgtatgaatcaggaactcaagagcagactacctcacc

aagtgtcatctaccggccacacccttcagctttatcctctgtacctatccaggcaaatgcattagatgtttctgaacttcctacacaacccgtgtattcatcccccagacgtttaaattgt

gcggaaatatctagtatcagctttcatgttacagacccagccccttgctctacctctggagtcacagctggattaactaaattaactacaagaaaggacaactataatgcagagaga

gagtttttacagggtgctactataacagaggcttgcgatggcagtgatgatatttttgggttgagtactgatagtctgtctcgtttacgaagcccatctgttttggaagttagagaaaag

ggctatgaacgattaaaagaagaactcgcaaaagctcagagggaactgaagttaaaagatgaagaatgtgagaggctttcaaaagtgcgagatcaacttggacaggaattgga

agaactcacagctagtctatttgaggaagctcataaaatggtgagagaagcaaatatcaagcaggcaacagcagaaaaacagctaaaagaagcacaaggaaaaattgatgtac

ttcaagctgaagtagctgcattgaagacacttgtattgtccagttctccaacatcacctacgcaggagcc 

 

GZ16070400957(RAB3IP-1)RAB3IPcexuF(20um)_Z_C10 

cgaggtttttaggccgggccacagcagaaaaacagctaaaagaagcacaaggaaaaattgatgtacttcaagctgaagtagctgcattgaagacacttgtattgtccagttctcc

aacatcacctacgcaggagcctttgccaggtggaaagacaccttttaaaaaggggcatacaagaaataaaagcacaagcagtgctatgagtggcagtcatcaggacctcagtg

tgatacagccaattgtaaaagactgcaaagaggctgacttatccttgtataatgaattccgattgtggaaggatgagcccacaatggacaggacgtgtcctttcttagacaaaatct

accaggaagatatctttccatgtttaacattctcaaaaagtgagttggcttcagctgttctggaggctgtggaaaacaatactctaagcattgaaccagtgggattacaacctatccg

gtttgtgaaagcttctgcagttgaatgcggaggaccaaaaaaatgtgctctcactggccagagtaagtcctgtaaacacagaattaaattaggggactcaagcaactattattatatt

tctcctttttgcagatacaggatcacttctgtatgtaacttttttacatacattcgatacattcagcagggactcgtgaaacagcaggatgttgatcagatgttttgggaggttatgcagtt

gagaaaagagatgtcattggcaaagctgggttatttcaaagaggaactctgagcggccgcttggcgcgccagagatatactgagtcattagggactttccaatgggttttgccca

gtacataaggtcaataggggtgaatcaacaggaaagtcccattggagccaagtacactgagtcaatagggactttccattgggttttgcccagtacaaaaggtcatagggggtga

gtcaatgggtttttcccattattggcacgtacataaagtcaatagggtgagtcattgggttttccag 

 

Connection 

ccgaatggggacaatagcagagctcgtttagtgaccgtcagatcgcctggagacgccatccacgctgttttgacctccatagaagacaccgactctactagaggatcgctagcg

ctaccggactcagatctcgagctcaagcttcgaattctgcagtcgacggtaccgcgggcccgggatccgccaccatgggattaaaaaagatgaaagggttatcttatgatgagg

cttttgctatggctaatgatcccttggaaggcttccatgaagtaaaccttgcttcacctacttctccggaccttcttggtgtgtatgaatcaggaactcaagagcagactacctcacca

agtgtcatctaccggccacacccttcagctttatcctctgtacctatccaggcaaatgcattagatgtttctgaacttcctacacaacccgtgtattcatcccccagacgtttaaattgtg

cggaaatatctagtatcagctttcatgttacagacccagccccttgctctacctctggagtcacagctggattaactaaattaactacaagaaaggacaactataatgcagagagag

agtttttacagggtgctactataacagaggcttgcgatggcagtgatgatatttttgggttgagtactgatagtctgtctcgtttacgaagcccatctgttttggaagttagagaaaagg

gctatgaacgattaaaagaagaactcgcaaaagctcagagggaactgaagttaaaagatgaagaatgtgagaggctttcaaaagtgcgagatcaacttggacaggaattggaa



gaactcacagctagtctatttgaggaagctcataaaatggtgagagaagcaaatatcaagcaggcaacagcagaaaaacagctaaaagaagcacaaggaaaaattgatgtact

tcaagctgaagtagctgcattgaagacacttgtattgtccagttctccaacatcacctacgcaggagcctttgccaggtggaaagacaccttttaaaaaggggcatacaagaaata

aaagcacaagcagtgctatgagtggcagtcatcaggacctcagtgtgatacagccaattgtaaaagactgcaaagaggctgacttatccttgtataatgaattccgattgtggaag

gatgagcccacaatggacaggacgtgtcctttcttagacaaaatctaccaggaagatatctttccatgtttaacattctcaaaaagtgagttggcttcagctgttctggaggctgtgg

aaaacaatactctaagcattgaaccagtgggattacaacctatccggtttgtgaaagcttctgcagttgaatgcggaggaccaaaaaaatgtgctctcactggccagagtaagtcc

tgtaaacacagaattaaattaggggactcaagcaactattattatatttctcctttttgcagatacaggatcacttctgtatgtaacttttttacatacattcgatacattcagcagggactc

gtgaaacagcaggatgttgatcagatgttttgggaggttatgcagttgagaaaagagatgtcattggcaaagctgggttatttcaaagaggaactctgagcggccgcttggcgcg

ccagagatatactgagtcattagggactttccaatgggttttgcccagtacataaggtcaataggggtgaatcaacaggaaagtcccattggagccaagtacactgagtcaatag

ggactttccattgggttttgcccagtacaaaaggtcatagggggtgagtcaatgggtttttcccattattggcacgtacataaagtcaatagggtgagtcattgggttttccag 

 

Compare to Blast resutls 

  blastn suite-2sequences » RID-RYWT4UAV11N 

 

 

 

Query  189   ATGGGATTAAAAAAGATGAAAGGGTTATCTTATGATGAGGCTTTTGCTATGGCTAATGAT  248 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct  1     ATGGGATTAAAAAAGATGAAAGGGTTATCTTATGATGAGGCTTTTGCTATGGCTAATGAT  60 

 

Query  249   CCCTTGGAAGGCTTCCATGAAGTAAACCTTGCTTCACCTACTTCTCCGGACCTTCTTGGT  308 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct  61    CCCTTGGAAGGCTTCCATGAAGTAAACCTTGCTTCACCTACTTCTCCGGACCTTCTTGGT  120 

 

Query  309   GTGTATGAATCAGGAACTCAAGAGCAGACTACCTCACCAAGTGTCATCTACCGGCCACAC  368 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

http://blast.ncbi.nlm.nih.gov/Blast.cgi?PAGE=MegaBlast&PROGRAM=blastn&PAGE_TYPE=BlastSearch&BLAST_SPEC=blast2seq


Sbjct  121   GTGTATGAATCAGGAACTCAAGAGCAGACTACCTCACCAAGTGTCATCTACCGGCCACAC  180 

 

Query  369   CCTTCAGCTTTATCCTCTGTACCTATCCAGGCAAATGCATTAGATGTTTCTGAACTTCCT  428 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct  181   CCTTCAGCTTTATCCTCTGTACCTATCCAGGCAAATGCATTAGATGTTTCTGAACTTCCT  240 

 

Query  429   ACACAACCCGTGTATTCATCCCCCAGACGTTTAAATTGTGCGGAAATATCTAGTATCAGC  488 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct  241   ACACAACCCGTGTATTCATCCCCCAGACGTTTAAATTGTGCGGAAATATCTAGTATCAGC  300 

 

Query  489   TTTCATGTTACAGACCCAGCCCCTTGCTCTACCTCTGGAGTCACAGCTGGATTAACTAAA  548 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct  301   TTTCATGTTACAGACCCAGCCCCTTGCTCTACCTCTGGAGTCACAGCTGGATTAACTAAA  360 

 

Query  549   TTAACTACAAGAAAGGACAACTATAATGCAGAGAGAGAGTTTTTACAGGGTGCTACTATA  608 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct  361   TTAACTACAAGAAAGGACAACTATAATGCAGAGAGAGAGTTTTTACAGGGTGCTACTATA  420 

 

Query  609   ACAGAGGCTTGCGATGGCAGTGATGATATTTTTGGGTTGAGTACTGATAGTCTGTCTCGT  668 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct  421   ACAGAGGCTTGCGATGGCAGTGATGATATTTTTGGGTTGAGTACTGATAGTCTGTCTCGT  480 

 

Query  669   TTACGAAGCCCATCTGTTTTGGAAGTTAGAGAAAAGGGCTATGAACGATTAAAAGAAGAA  728 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct  481   TTACGAAGCCCATCTGTTTTGGAAGTTAGAGAAAAGGGCTATGAACGATTAAAAGAAGAA  540 

 

Query  729   CTCGCAAAAGCTCAGAGGGAACTGAAGTTAAAAGATGAAGAATGTGAGAGGCTTTCAAAA  788 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct  541   CTCGCAAAAGCTCAGAGGGAACTGAAGTTAAAAGATGAAGAATGTGAGAGGCTTTCAAAA  600 

 

Query  789   GTGCGAGATCAACTTGGACAGGAATTGGAAGAACTCACAGCTAGTCTATTTGAGGAAGCT  848 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct  601   GTGCGAGATCAACTTGGACAGGAATTGGAAGAACTCACAGCTAGTCTATTTGAGGAAGCT  660 

 

Query  849   CATAAAATGGTGAGAGAAGCAAATATCAAGCAGGCAACAGCAGAAAAACAGCTAAAAGAA  908 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 



Sbjct  661   CATAAAATGGTGAGAGAAGCAAATATCAAGCAGGCAACAGCAGAAAAACAGCTAAAAGAA  720 

 

Query  909   GCACAAGGAAAAATTGATGTACTTCAAGCTGAAGTAGCTGCATTGAAGACACTTGTATTG  968 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct  721   GCACAAGGAAAAATTGATGTACTTCAAGCTGAAGTAGCTGCATTGAAGACACTTGTATTG  780 

 

Query  969   TCCAGTTCTCCAACATCACCTACGCAGGAGCCTTTGCCAGGTGGAAAGACACCTTTTAAA  1028 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct  781   TCCAGTTCTCCAACATCACCTACGCAGGAGCCTTTGCCAGGTGGAAAGACACCTTTTAAA  840 

 

Query  1029  AAGGGGCATACAAGAAATAAAAGCACAAGCAGTGCTATGAGTGGCAGTCATCAGGACCTC  1088 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct  841   AAGGGGCATACAAGAAATAAAAGCACAAGCAGTGCTATGAGTGGCAGTCATCAGGACCTC  900 

 

Query  1089  AGTGTGATACAGCCAATTGTAAAAGACTGCAAAGAGGCTGACTTATCCTTGTATAATGAA  1148 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct  901   AGTGTGATACAGCCAATTGTAAAAGACTGCAAAGAGGCTGACTTATCCTTGTATAATGAA  960 

 

Query  1149  TTCCGATTGTGGAAGGATGAGCCCACAATGGACAGGACGTGTCCTTTCTTAGACAAAATC  1208 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct  961   TTCCGATTGTGGAAGGATGAGCCCACAATGGACAGGACGTGTCCTTTCTTAGACAAAATC  1020 

 

Query  1209  TACCAGGAAGATATCTTTCCATGTTTAACATTCTCAAAAAGTGAGTTGGCTTCAGCTGTT  1268 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct  1021  TACCAGGAAGATATCTTTCCATGTTTAACATTCTCAAAAAGTGAGTTGGCTTCAGCTGTT  1080 

 

Query  1269  CTGGAGGCTGTGGAAAACAATACTCTAAGCATTGAACCAGTGGGATTACAACCTATCCGG  1328 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct  1081  CTGGAGGCTGTGGAAAACAATACTCTAAGCATTGAACCAGTGGGATTACAACCTATCCGG  1140 

 

Query  1329  TTTGTGAAAGCTTCTGCAGTTGAATGCGGAGGACCaaaaaaaTGTGCTCTCACTGGCCAG  1388 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct  1141  TTTGTGAAAGCTTCTGCAGTTGAATGCGGAGGACCAAAAAAATGTGCTCTCACTGGCCAG  1200 

 

Query  1389  AGTAAGTCCTGTAAACACAGAATTAAATTAGGGGACTCAAGCAACTATTATTATATTTCT  1448 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 



Sbjct  1201  AGTAAGTCCTGTAAACACAGAATTAAATTAGGGGACTCAAGCAACTATTATTATATTTCT  1260 

 

Query  1449  CCTTTTTGCAGATACAGGATCACTTCTGTATGTAACTTTTTTACATACATTCGATACATT  1508 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct  1261  CCTTTTTGCAGATACAGGATCACTTCTGTATGTAACTTTTTTACATACATTCGATACATT  1320 

 

Query  1509  CAGCAGGGACTCGTGAAACAGCAGGATGTTGATCAGATGTTTTGGGAGGTTATGCAGTTG  1568 

             |||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct  1321  CAGCAGGGACTCGTGAAACAGCAGGATGTTGATCAGATGTTTTGGGAGGTTATGCAGTTG  1380 

 

Query  1569  AGAAAAGAGATGTCATTGGCAAAGCTGGGTTATTTCAAAGAGGAACTCTGA  1619—Sequence Results 

             ||||||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct  1381  AGAAAAGAGATGTCATTGGCAAAGCTGGGTTATTTCAAAGAGGAACTCTGA  1431—RAB3IP squence 

 


