Supplementary materials

GZ16070100985(RAB3IP-1) CMV-F Z B04
Ccgaatggggacaatagcagagctcgtttagtgaccgtcagatcgectggagacgecatccacgcetgttttgacctccatagaagacaccgactctactagaggatcgetage
gctaccggactcagatctcgagetcaagettcgaattetgecagtcgacggtaccgegggeecgggatecgecaccatgggattaaaaaagatgaaagggttatcttatgatgag
gcettttgctatggctaatgatcccttggaaggcttccatgaagtaaaccttgettcacctacttctccggaccttettggtgtgtatgaatcaggaactcaagageagactacctcace
aagtgtcatctaccggccacacccttcagcetttatcctctgtacctatccaggcaaatgcattagatgtttctgaacttcctacacaacccgtgtattcatcccccagacgtttaaattgt
gcggaaatatctagtatcagctttcatgttacagacccagecccttgctctacctctggagtcacagetggattaactaaattaactacaagaaaggacaactataatgcagagaga
gagtttttacagggtgctactataacagaggcttgcgatggcagtgatgatatttttgggttgagtactgatagtctgtetecgtitacgaageccatctgtittggaagttagagaaaag
ggctatgaacgattaaaagaagaactcgcaaaagcetcagagggaactgaagttaaaagatgaagaatgtgagaggctticaaaagtgcgagatcaacttggacaggaattgga
agaactcacagctagtctatttgaggaagctcataaaatggtgagagaagcaaatatcaagcaggcaacagcagaaaaacagetaaaagaagecacaaggaaaaattgatgtac

ttcaagctgaagtagctgcattgaagacacttgtattgtccagttctccaacatcacctacgcaggagece

GZ16070400957(RAB3IP-1)RAB3IPcexuF(20um) Z C10
cgaggtttttaggccgggccacagcagaaaaacagctaaaagaagcacaaggaaaaattgatgtacttcaagetgaagtagetgeattgaagacacttgtattgtccagttetee
aacatcacctacgcaggagcctttgccaggtggaaagacaccttttaaaaaggggcatacaagaaataaaagcacaagceagtgctatgagtggcagtcatcaggacctcagtg
tgatacagccaattgtaaaagactgcaaagaggctgacttatccttgtataatgaattcegattgtggaaggatgageccacaatggacaggacgtgtectttcttagacaaaatct
accaggaagatatctttccatgtttaacattctcaaaaagtgagttggcttcagetgttctggaggetgtggaaaacaatactctaageattgaaccagtgggattacaacctatccg
gtttgtgaaagcttctgcagttgaatgcggaggaccaaaaaaatgtgetctcactggeccagagtaagtcctgtaaacacagaattaaattaggggactcaagcaactattattatatt
tctectttttgcagatacaggatcacttctgtatgtaacttttttacatacattcgatacattcagcagggactcgtgaaacagcaggatgttgatcagatgttttgggaggttatgcagtt
gagaaaagagatgtcattggcaaagetgggttatttcaaagaggaactctgageggecegcettggegegecagagatatactgagtcattagggactttccaatgggttttgecca
gtacataaggtcaataggggtgaatcaacaggaaagtcccattggagecaagtacactgagtcaatagggactttccattgggttttgcccagtacaaaaggtcatagggggtga

gtcaatgggtttttcccattattggcacgtacataaagtcaatagggtgagtcattgggttttccag

Connection

ccgaatggggacaatagcagagcetcgtttagtgaccgtcagatcgectggagacgccatccacgetgttttgacctccatagaagacaccgactctactagaggatcgetageg
ctaccggactcagatctcgagctcaagettcgaattctgcagtcgacggtaccgegggeccgggatccgecaccatgggattaaaaaagatgaaagggttatcttatgatgagg
cttttgctatggctaatgatcccttggaaggcttccatgaagtaaaccttgettcacctacttctccggaccttettggtgtgtatgaatcaggaactcaagagecagactacctcacca
agtgtcatctaccggccacacccttcagcetttatcctctgtacctatccaggceaaatgcattagatgtttctgaacttcctacacaacccgtgtattcatcccccagacgtttaaattgtg
cggaaatatctagtatcagctttcatgttacagacccagecccttgctctacctctggagtcacagetggattaactaaattaactacaagaaaggacaactataatgcagagagag
agtttttacagggtgctactataacagaggcttgcgatggcagtgatgatatttttgggttgagtactgatagtctgtctegtitacgaageccatctgtittggaagttagagaaaagg

gctatgaacgattaaaagaagaactcgcaaaagctcagagggaactgaagttaaaagatgaagaatgtgagaggctttcaaaagtgcgagatcaacttggacaggaattggaa



gaactcacagctagtctatttgaggaagctcataaaatggtgagagaagcaaatatcaagcaggcaacagcagaaaaacagctaaaagaagcacaaggaaaaattgatgtact
tcaagctgaagtagctgcattgaagacacttgtattgtccagttctccaacatcacctacgcaggagcectttgccaggtggaaagacaccttttaaaaaggggcatacaagaaata
aaagcacaagcagtgctatgagtggcagtcatcaggacctcagtgtgatacagcecaattgtaaaagactgcaaagaggctgacttatccttgtataatgaattccgattgtggaag
gatgagcccacaatggacaggacgtgtccttticttagacaaaatctaccaggaagatatctttccatgtttaacattctcaaaaagtgagttggcttcagetgttctggaggetgteg
aaaacaatactctaagcattgaaccagtgggattacaacctatccggtttgtgaaagcettctgecagttgaatgecggaggaccaaaaaaatgtgetctcactggccagagtaagtee
tgtaaacacagaattaaattaggggactcaagcaactattattatatttctcctttttgcagatacaggatcacttctgtatgtaacttttttacatacattcgatacattcagcagggactc
gtgaaacagcaggatgttgatcagatgtittgggagettatgcagttgagaaaagagatgtcattggcaaagetgggttatttcaaagaggaactctgageggecgcettggcgeg
ccagagatatactgagtcattagggactttccaatgggttttgcccagtacataaggtcaataggggtgaatcaacaggaaagtcccattggagecaagtacactgagtcaatag

ggactttccattgggttttgcccagtacaaaaggtcatagggggtgagtcaatgggtttttcccattattggcacgtacataaagtcaatagggtgagtcattgggttttccag

Compare to Blast resutls

blastn suite-2sequences » RID-RYWT4UAV11N
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Description

Mone provided 2643 2643 76% 0.0 100% Query_188673

BDownload ~ Graphics
Sequence ID: [cl|Cluery 183673 Length: 1431 Number of Matches: 1

Range 1: 1 to 1431 Graphics

Score Expect Identities Gaps Strand
2643 hitsi{1431) 0.0 1431/1431(100%) 0f1431(0%) Flus/Plus

Query 189  ATGGGATTAAAAAAGATGAAAGGGTTATCTTATGATGAGGCTTTTGCTATGGCTAATGAT 248

EEEEEEEEEEEEE PP e e e e e e e e e e e e e e e e e e e e e e e ey
Sbjct 1 ATGGGATTAAAAAAGATGAAAGGGTTATCTTATGATGAGGCTTTTGCTATGGCTAATGAT 60

Query 249  CCCTTGGAAGGCTTCCATGAAGTAAACCTTGCTTCACCTACTTCTCCGGACCTTCTTGGT 308

EEEEEEEEEEEEE PP e e e e e e e e e e e e e e e e e e e e e e e ey
Sbjct 61  CCCTTGGAAGGCTTCCATGAAGTAAACCTTGCTTCACCTACTTCTCCGGACCTTCTTGGT 120

Query 309  GTGTATGAATCAGGAACTCAAGAGCAGACTACCTCACCAAGTGTCATCTACCGGCCACAC 368
EEEEEEEEEERE R EEEE R EEE R PR


http://blast.ncbi.nlm.nih.gov/Blast.cgi?PAGE=MegaBlast&PROGRAM=blastn&PAGE_TYPE=BlastSearch&BLAST_SPEC=blast2seq
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GTGTATGAATCAGGAACTCAAGAGCAGACTACCTCACCAAGTGTCATCTACCGGCCACAC

CCTTCAGCTTTATCCTCTGTACCTATCCAGGCAAATGCATTAGATGTTTCTGAACTTCCT

EEEEEEREEEEEEEEEEEE T E R E LT T
CCTTCAGCTTTATCCTCTGTACCTATCCAGGCAAATGCATTAGATGTTTCTGAACTTCCT

ACACAACCCGTGTATTCATCCCCCAGACGTTTAAATTGTGCGGAAATATCTAGTATCAGC

EEEEEEREEEEEEEEEEEE T E R E LT T
ACACAACCCGTGTATTCATCCCCCAGACGTTTAAATTGTGCGGAAATATCTAGTATCAGC

TTTCATGTTACAGACCCAGCCCCTTGCTCTACCTCTGGAGTCACAGCTGGATTAACTAAA

EEEEEEEEEEEEEEEEEE TR T
TTTCATGTTACAGACCCAGCCCCTTGCTCTACCTCTGGAGTCACAGCTGGATTAACTAAA

TTAACTACAAGAAAGGACAACTATAATGCAGAGAGAGAGTTTTTACAGGGTGCTACTATA

EEEEEEEEEEEEEEEEEE TR T
TTAACTACAAGAAAGGACAACTATAATGCAGAGAGAGAGTTTTTACAGGGTGCTACTATA

ACAGAGGCTTGCGATGGCAGTGATGATATTTTTGGGTTGAGTACTGATAGTCTGTCTCGT

R RN RN RRRRRY
ACAGAGGCTTGCGATGGCAGTGATGATATTTTTGGGTTGAGTACTGATAGTCTGTCTCGT

TTACGAAGCCCATCTGTTTTGGAAGTTAGAGAAAAGGGCTATGAACGATTAAAAGAAGAA

R RN RN RRRRRY
TTACGAAGCCCATCTGTTTTGGAAGTTAGAGAAAAGGGCTATGAACGATTAAAAGAAGAA

CTCGCAAAAGCTCAGAGGGAACTGAAGTTAAAAGATGAAGAATGTGAGAGGCTTTCAAAA

EEEEEEEEEEEEE PP e e e e e e e e e e e e e e e e e e e e e e e ey
CTCGCAAAAGCTCAGAGGGAACTGAAGTTAAAAGATGAAGAATGTGAGAGGCTTTCAAAA

GTGCGAGATCAACTTGGACAGGAATTGGAAGAACTCACAGCTAGTCTATTTGAGGAAGCT

EEEEEEEEEEEEE PP e e e e e e e e e e e e e e e e e e e e e e e ey
GTGCGAGATCAACTTGGACAGGAATTGGAAGAACTCACAGCTAGTCTATTTGAGGAAGCT

CATAAAATGGTGAGAGAAGCAAATATCAAGCAGGCAACAGCAGAAAAACAGCTAAAAGAA
EEEEEEEEEEEEEEE e e e e e e e e e e e e e e e e e e e e e e ey
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CATAAAATGGTGAGAGAAGCAAATATCAAGCAGGCAACAGCAGAAAAACAGCTAAAAGAA

GCACAAGGAAAAATTGATGTACTTCAAGCTGAAGTAGCTGCATTGAAGACACTTGTATTG

EEEEEEEEEEEEEEEEEEEEE TR T
GCACAAGGAAAAATTGATGTACTTCAAGCTGAAGTAGCTGCATTGAAGACACTTGTATTG

TCCAGTTCTCCAACATCACCTACGCAGGAGCCTTTGCCAGGTGGAAAGACACCTTTTAAA

EEEEEEEEEEEEEEEEEEE TR T
TCCAGTTCTCCAACATCACCTACGCAGGAGCCTTTGCCAGGTGGAAAGACACCTTTTAAA

AAGGGGCATACAAGAAATAAAAGCACAAGCAGTGCTATGAGTGGCAGTCATCAGGACCTC

EEEEEEEEEEEEEEEEEE TR T
AAGGGGCATACAAGAAATAAAAGCACAAGCAGTGCTATGAGTGGCAGTCATCAGGACCTC

AGTGTGATACAGCCAATTGTAAAAGACTGCAAAGAGGCTGACTTATCCTTGTATAATGAA

EEEEEEEEEEEEEEEEEE TR T
AGTGTGATACAGCCAATTGTAAAAGACTGCAAAGAGGCTGACTTATCCTTGTATAATGAA

TTCCGATTGTGGAAGGATGAGCCCACAATGGACAGGACGTGTCCTTTCTTAGACAAAATC

EEEEEEEEEEEEEEEE e e e e e e e e e e e e e e e e e e e e e ey
TTCCGATTGTGGAAGGATGAGCCCACAATGGACAGGACGTGTCCTTTCTTAGACAAAATC

TACCAGGAAGATATCTTTCCATGTTTAACATTCTCAAAAAGTGAGTTGGCTTCAGCTGTT

EEEEEEEEEEEEEEEE e e e e e e e e e e e e e e e e e e e e e ey
TACCAGGAAGATATCTTTCCATGTTTAACATTCTCAAAAAGTGAGTTGGCTTCAGCTGTT

CTGGAGGCTGTGGAAAACAATACTCTAAGCATTGAACCAGTGGGATTACAACCTATCCGG

EEEEEEEEEEEEE PP e e e e e e e e e e e e e e e e e e e e e e e ey
CTGGAGGCTGTGGAAAACAATACTCTAAGCATTGAACCAGTGGGATTACAACCTATCCGG

TTTGTGAAAGCTTCTGCAGTTGAATGCGGAGGACCaaaaaaaTGTGCTCTCACTGGCCAG

EEEEEEEEEEEEE PP e e e e e e e e e e e e e e e e e e e e e e e ey
TTTGTGAAAGCTTCTGCAGTTGAATGCGGAGGACCAAAAAAATGTGCTCTCACTGGCCAG

AGTAAGTCCTGTAAACACAGAATTAAATTAGGGGACTCAAGCAACTATTATTATATTTCT
EEEEEEEEEEEEEEE e e e e e e e e e e e e e e e e e e e e e e ey
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Sbjct 1201 AGTAAGTCCTGTAAACACAGAATTAAATTAGGGGACTCAAGCAACTATTATTATATTTCT 1260

Query 1449 CCTTTTTGCAGATACAGGATCACTTCTGTATGTAACTTTTTTACATACATTCGATACATT 1508

EEEEEEREEEEEEEEEEEE T E R E LT T
Sbjct 1261 CCTTTTTGCAGATACAGGATCACTTCTGTATGTAACTTTTTTACATACATTCGATACATT 1320

Query 1509 CAGCAGGGACTCGTGAAACAGCAGGATGTTGATCAGATGTTTTGGGAGGTTATGCAGTTG 1568

EEEEEEREEEEEEEEEEEE T E R E LT T
Sbjct 1321  CAGCAGGGACTCGTGAAACAGCAGGATGTTGATCAGATGTTTTGGGAGGTTATGCAGTTG 1380

Query 1569 AGAAAAGAGATGTCATTGGCAAAGCTGGGTTATTTCAAAGAGGAACTCTGA  1619—=Sequence Results

EEEEEEEEREEEEEEEEEEE TR T
Sbjct 1381 AGAAAAGAGATGTCATTGGCAAAGCTGGGTTATTTCAAAGAGGAACTCTGA  1431—RAB3IP squence



