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Tablel. Clinical significance analysis of PGAM1 in ACC

Low expression of

High expression of

Characteristics PGAML PGAML P value
n 39 40
Pathologic T stage, n (%) 0.117
T1 6 (7.8%) 3 (3.9%)
T2 24 (31.2%) 18 (23.4%)
T3 3 (3.9%) 5 (6.5%)
T4 5 (6.5%) 13 (16.9%)
Pathologic N stage, n (%) 0.168
NO 36 (46.8%) 32 (41.6%)
N1 2 (2.6%) 7 (9.1%)
Pathologic stage, n (%) 0.047
Stage | 6 (7.8%) 3 (3.9%)
Stage |I 22 (28.6%) 15 (19.5%)
Stage Il 7 (9.1%) 9 (11.7%)
Stage IV 3 (3.9%) 12 (15.6%)
Clinical M stage, n (%) 0.011
MO 35 (45.5%) 27 (35.1%)
M1 3 (3.9%) 12 (15.6%)
Primary therapy outcome, n 0.061
PD 5 (7.5%) 13 (19.4%)
SD 1 (1.5%) 1 (1.5%)
PR 1 (1.5%) 0 (0%)
CR 29 (43.3%) 17 (25.4%)
Age, n (%) 0.732
<= 50 21 (26.6%) 20 (25.3%)
> 50 18 (22.8%) 20 (25.3%)




Table2. Clinical significance analysis of PGAM1 in CEAC

Low expression of

High expression of

Characteristics PGAM1 PGAM1 P value
n 153 153
Pathologic T stage, n (%) 0.006
T1 80 (32.9%) 60 (24.7%)
T2 39 (16%) 33 (13.6%)
T3&T4 8 (3.3%) 23 (9.5%)
Pathologic N stage, n (%) 0.378
NO 75 (38.5%) 59 (30.3%)
N1 30 (15.4%) 31 (15.9%)
Pathologic M stage, n (%) 0.345
MO 56 (21.9%) 60 (23.4%)
M1 4 (1.6%) 7 (2.7%)
MX 71 (27.7%) 58 (22.7%)
Clinical stage, n (%) 0.005
Stage | 94 (31.4%) 68 (22.7%)
Stage |I 34 (11.4%) 35 (11.7%)
Stage Il 15 (5%) 31 (10.4%)
Stage IV 7 (2.3%) 15 (5%)
Primary therapy outcome, n 0.105
PD 9 (4.1%) 14 (6.4%)
SD 3 (1.4%) 3 (1.4%)
PR 1 (0.5%) 7 (3.2%)
CR 96 (43.8%) 86 (39.3%)

Histological type, n (%) < 0.001
Adenocarcinoma 42 (13.7%) 5 (1.6%)
Adenosquamous 1 (0.3%) 5 (1.6%)

Squamous cell carcinoma 110 (35.9%) 143 (46.7%)
Histologic grade, n (%) 0.953

Gl
G2
G3
G4

9 (3.3%)
70 (25.5%)
63 (23%)
1 (0.4%)

10 (3.6%)
65 (23.7%)
56 (20.4%)

0 (0%)



Low expression of

High expression of

Characteristics PGAM1 PGAM1 P value
Age, n (%) 0.347
<=50 98 (32%) 90 (29.4%)
> 50 55 (18%) 63 (20.6%)




Table3. Clinical significance analysis of PGAM1 in UVM

Low expression of

High expression of

Characteristics PGAML PGAM1 P value
n 38 38
Pathologic M stage, n 0.186
MO 27 (35.5%) 23 (30.3%)
M1 0 (0%) 3 (3.9%)
MX 11 (14.5%) 12 (15.8%)
Pathologic stage, n 0.018
Stage |I 24 (31.6%) 13 (17.1%)
Stage Il 14 (18.4%) 22 (28.9%)
Stage IV 0 (0%) 3 (3.9%)
Clinical T stage, n (%) 0.018
T2 2 (2.6%) 2 (2.6%)
T3 23 (30.3%) 11 (14.5%)
T4 13 (17.1%) 25 (32.9%)
Clinical N stage, n (%) 1.000
NO 37 (48.7%) 36 (47.4%)
NX 1 (1.3%) 2 (2.6%)
Clinical M stage, n (%) 0.168
MO 37 (48.7%) 33 (43.4%)
M1 0 (0%) 3 (3.9%)
MX 1 (1.3%) 2 (2.6%)
Clinical stage, n (%) 0.005
Stage |I 24 (31.6%) 11 (14.5%)
Stage Il 14 (18.4%) 24 (31.6%)
Stage IV 0 (0%) 3 (3.9%)
Age, n (%) 0.491
<=60 17 (22.4%) 20 (26.3%)
> 60 21 (27.6%) 18 (23.7%)




Table4. Clinical significance analysis of PGAM1 in LUAD

Low expression of

High expression of

Characteristics PGAM1 PGAM1 P value
n 146 138
Pathologic T stage, n (%) <0.001
T1 65 (22.9%) 27 (9.5%)
T2 67 (23.6%) 90 (31.7%)
T3&T4 14 (4.9%) 21 (7.4%)
Pathologic N stage, n (%) 0.003
NO 110 (38.7%) 80 (28.2%)
N1 25 (8.8%) 31 (10.9%)
N2&N3 11 (3.9%) 27 (9.5%)
Pathologic M stage, n (%) 0.012
MO 143 (50.4%) 126 (44.4%)
M1 3 (1.1%) 12 (4.2%)
Pathologic stage, n (%) <0.001
Stage | 95 (33.5%) 59 (20.8%)
Stage |I 33 (11.6%) 38 (13.4%)
Stage |l 15 (5.3%) 29 (10.2%)
Stage IV 3 (1.1%) 12 (4.2%)
Primary therapy outcome, n 0.093
(%)
PD 21 (7.4%) 30 (10.6%)
SD 17 (6%) 10 (3.5%)
PR 3 (1.1%) 0 (0%)
CR 105 (37%) 98 (34.5%)
Age, n (%) 0.838
<= 65 79 (27.8%) 73 (25.7%)
> 65 67 (23.6%) 65 (22.9%)




Table5. Clinical significance analysis of PGAM1 in HNSC

Low expression of

High expression of

Characteristics CGAML PGAML P value
n 252 252
Pathologic T stage, n (%) 0.060
T1 27 (6%) 18 (4%)
T2 73 (16.3%) 62 (13.8%)
T3 39 (8.7%) 57 (12.7%)
T4 77 (17.2%) 95 (21.2%)
Pathologic N stage, n (%) 0.702
NO 78 (19%) 93 (22.6%)
N1 34 (8.3%) 32 (7.8%)
N2&N3 84 (20.4%) 90 (21.9%)
Pathologic M stage, n (%) 1.000
MO 103 (54.5%) 85 (45%)
M1 1 (0.5%) 0 (0%)
Pathologic stage, n (%) 0.915
Stage | 11 (2.5%) 14 (3.2%)
Stage |I 33 (7.6%) 37 (8.5%)
Stage Il 40 (9.2%) 39 (8.9%)
Stage IV 122 (28%) 140 (32.1%)
Clinical T stage, n (%) 0.066
T1 18 (3.7%) 15 (3.1%)
T2 84 (17.2%) 62 (12.7%)
T3 55 (11.2%) 76 (15.5%)
T4 86 (17.6%) 93 (19%)
Clinical N stage, n (%) 0.671
NO 122 (25.3%) 118 (24.5%)
N1 38 (7.9%) 42 (8.7%)
N2 78 (16.2%) 77 (16%)
N3 2 (0.4%) 5 (1%)
Clinical M stage, n (%) 1.000
MO 234 (48.9%) 240 (50.1%)
M1 2 (0.4%) 3 (0.6%)
Clinical stage, n (%) 0.904



Low expression of

High expression of

Characteristics PGAML PGAML P value
Stage | 9 (1.8%) 10 (2%)
Stage |I 50 (10.2%) 46 (9.4%)
Stage Il 48 (9.8%) 54 (11%)
Stage IV 137 (28%) 136 (27.8%)
Primary therapy outcome, n 0.160
PD 14 (3.3%) 27 (6.4%)
SD 3 (0.7%) 3 (0.7%)
PR 2 (0.5%) 4 (1%)
CR 189 (45.1%) 177 (42.2%)
Histologic grade, n (%) 0.356
G1 27 (5.6%) 35 (7.2%)
G2 150 (31%) 151 (31.2%)
G3 62 (12.8%) 57 (11.8%)
G4 2 (0.4%) 0 (0%)
Radiation therapy, n (%) 0.035

No

Yes

68 (15.4%)
156 (35.3%)

87 (19.7%)
131 (29.6%)




Table 6. Clinical significance analysis of PGAM1 in SKCM

Low expression of

High expression of

Characteristics PGAML PGAM1 P value
n 155 166
Pathologic T stage, n 0.668
T1 19 (5.9%) 18 (5.6%)
T2 32 (10%) 37 (11.5%)
T3 37 (11.5%) 48 (15%)
T4 67 (20.9%) 63 (19.6%)
Pathologic N stage, n 0.885
NO 91 (28.3%) 104 (32.4%)
N1 29 (9%) 30 (9.3%)
N2 16 (5%) 15 (4.7%)
N3 19 (5.9%) 17 (5.3%)
Pathologic M stage, n 0.086
MO 147 (45.8%) 164 (51.1%)
M1 8 (2.5%) 2 (0.6%)
Pathologic stage, n 0.158
Stage | 32 (10%) 39 (12.1%)
Stage |l 52 (16.2%) 64 (19.9%)
Stage Il 63 (19.6%) 61 (19%)
Stage IV 8 (2.5%) 2 (0.6%)
Radiation therapy, n 0.014
No 138 (43%) 131 (40.8%)
Yes 17 (5.3%) 35 (10.9%)
Age, n (%) 0.015
<= 60 92 (28.7%) 76 (23.7%)
> 60 63 (19.6%) 90 (28%)




Table7. Clinical significance analysis of PGAM1 in BLCA

Low expression of

High expression of

PD
SD
PR
CR

24 (6.8%)

17 (4.8%)

11 (3.1%)
128 (36.1%)

46 (13%)

13 (3.7%)

11 (3.1%)
105 (29.6%)

Characteristics PGAML PGAM1 P value
n 206 206
Pathologic T stage, n (%) 0.441
T1&T2 67 (17.7%) 56 (14.8%)
T3 93 (24.6%) 103 (27.2%)
T4 28 (7.4%) 31 (8.2%)
Pathologic N stage, n (%) 0.809
NO 114 (31%) 124 (33.7%)
N1 21 (5.7%) 25 (6.8%)
N2&N3 43 (11.7%) 41 (11.1%)
Pathologic M stage, n (%) 0.907
MO 106 (50%) 95 (44.8%)
M1 6 (2.8%) 5 (2.4%)
Pathologic stage, n (%) 0.197
Stage | 3 (0.7%) 1 (0.2%)
Stage |l 73 (17.8%) 56 (13.7%)
Stage Il 64 (15.6%) 78 (19%)
Stage IV 66 (16.1%) 69 (16.8%)
Primary therapy outcome, n (%) 0.022
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