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We recently have noticed three inadvertent mistakes due to our carelessness and high similar images in the
preparation of the figures and would like to correct them.

(1) The migration image of pcDNA3 group for Huh? cells in Figure 2A was misplaced. We had inserted the
image of ASO-NC group for Huh? cells in the same panel by mistake. We have put the right picture to show the
migration image for pcDNA3 group in Figure 2A.

(2) Due to our carelessness in the generation of the figure, the invasion images of pSilencer-NC group and
shR-ELMO1 group for Huh? cells in Figure 5D respectively represented an erroneous duplication of the image
of pcD3-Flag/KBE group for Huh? cells in Figure 5C and the image of ASO-NC group for Huh? cells in Figure
2A. We have put the right pictures to show the invasion images for pSilencer-NC group and shR-ELMO1 group
of Huh? cells in Figure 5D.

(3) The invasion images of pcDNA3+pSilencer-NC group and pri-miR-HCC2+pSilencer-NC group for
Hep3B cells in Figure 6F were misplaced. The images of pri-miR-HCC2+pSilencer-NC group for Huh? cells in
Figure 6F and pSilencer-NC group for Huh? cells in Figure S3A were duplicated respectively here due to our
carelessness in the generation of the figure. We have put the right pictures to show the invasion images for
pcDNA3+pSilencer-NC group and pri-miR-HCC2+pSilencer-NC group of Hep3B cells in Figure 6F.

The correction does not change the overall conclusions of this paper. All of the data have been checked
carefully, and no errors exist in the corrected version.
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Updated Figure 2, Figure 5 and Figure 6
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Figure 2. The corrected new figure is shown.
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Figure 5. The corrected new figure is shown.
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Figure 6. The corrected new figure is shown.
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