Journal of Cancer 2022, Vol. 13

2281

Ivyspring

Journal of Cancer

International Publisher

2022; 13(7): 2281-2292. doi: 10.7150/jca.71256

Research Paper

LASS2 impairs proliferation of glioma stem cells and
migration and invasion of glioma cells mainly via
inhibition of EMT and apoptosis promotion
Wei-Jiang Zhao1,2#, Yi-Pu Fan2#, Guan-Yong Ou2, Xin-Yu Qiao1
1.
2.

Cell Biology Department, Wuxi School of Medicine, Jiangnan University, Wuxi 214122, Jiangsu, P.R. China.
Center for Neuroscience, Shantou University Medical College, Shantou 515041, Guangdong, P.R. China.

#These authors contributed equally to this article.
 Corresponding authors: Wei-Jiang Zhao, Cell Biology Department, Wuxi School of Medicine, Jiangnan University, 1800 Lihu Road, Wuxi 214122, Jiangsu,
P.R. China. E-mail: weijiangzhao@jiangnan.edu.cn. Tel.: + 86 13794125386. Dr. Yi-Pu Fan, Center for Neuroscience, Shantou University Medical College, 22
Xinling Road, Shantou 515041, Guangdong, P.R. China. E-mail: fan_yipu@163.com.
© The author(s). This is an open access article distributed under the terms of the Creative Commons Attribution License (https://creativecommons.org/licenses/by/4.0/).
See http://ivyspring.com/terms for full terms and conditions.

Received: 2022.01.20; Accepted: 2022.04.04; Published: 2022.04.18

Abstract
LAG1 longevity assurance homolog 2 (LASS2), a highly conserved transmembrane protein, has been
reported in several cancer types. However, the roles of LASS2 in glioma biology remain elusive. In the
present study, we investigated the expression of LAAS2 in human glioma tissues and the effects of LASS2
on glioma stem cell (GSC) proliferation. Roles of LASS2 in glioma cell migration and invasion were also
researched both in vitro and in vivo. Our results demonstrated that the level of LASS2 is gradually reduced
with the increase of glioma grade. The level of LASS2 is significantly lower in GSCs than in non GSCs,
whereas LASS2 overexpression reduced the sphere formation and promoted the differentiation of
CD133+ glioblastoma cells, as was indicated by reduced levels of CD133 and Nestin. In addition, LASS2
overexpression significantly reduced colony formation, migration, and invasion of glioma cells by
promoting tumor cell apoptosis and inhibiting epithelial-mesenchymal transition (EMT). Overexpression
of LASS2 inhibited U-87 MG cell-derived glioma xenograft growth in nude mice in a manner similar to in
vitro. Our findings indicate that LASS2 can function as a suppressor of glioma growth, suggesting that
modulation of LASS2 expression may contribute to a novel strategy for the management of glioma via
inhibition of GSCs.
Key words: glioma; glioblastoma; glioma stem cells; LASS2; epithelial-mesenchymal transition (EMT); migration;
invasion

Introduction
Malignant glioma is the most common central
nervous system tumor and is highly lethal. It accounts
for approximately 70% of all human primary brain
tumors in adults [1]. The 5-year survival rate of
patients with high-grade gliomas is less than 5% [2].
At present, malignant gliomas are highly associated
with poor prognosis and high recurrence due to their
low sensitivity to radiotherapy and chemotherapy [3].
Thus, it is urgently needed to identify the mechanisms
underlying the development and progression of
gliomas.
Accumulated evidence indicates that glioma
stem cells (GSCs), a rare subpopulation characterized

by self-renewal and tumorigenicity, are responsible
for the malignant development of gliomas [4, 5].
Efficient and reliable isolation of GSCs may allow an
improved interpretation of the biological characteristics of GSCs and lead to the emergence of novel
therapeutic regimens [6]. However, the underlying
molecular
mechanisms
responsible
for
the
contribution of GSCs to glioma initiation and
development remain unelucidated.
Homo sapiens longevity assurance homolog 2 of
yeast LAG1 (LASS2), also named TMSG1 (tumor
metastasis suppressor gene) and CERS2 (ceramide
synthase 2), was first identified from a human liver
https://www.jcancer.org
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cDNA library [7]. LASS2 is a member of the LASS
family, which is composed of LASS1–6 [8]. It is highly
expressed in nonmetastatic tumors, negatively
correlated with metastasis [9]. In addition, it
negatively regulates the metastatic potential of breast
cancer cells [7]. These combined data suggest that the
LASS2 protein plays pivotal roles in suppressing
metastasis and invasion of most tumor types.
However, the function of LASS2 in glioma remains
unknown. We here studied the role of LASS2 in
glioma biology both in vitro and in vivo.
Our main findings include: 1) LASS2 is lowly
expressed in high-grade gliomas and GSCs; 2) LASS2
overexpression reduced the sphere formation and
promoted the differentiation of glioma stem cells; 3)
LASS2 overexpression significantly reduced colony
formation, migration, and invasion of glioma cells,
and 4) Overexpression of LASS2 inhibited U-87 MG
cell-derived glioma xenograft growth in nude mice.
Our findings suggest that LASS2 can function as a
suppressor of glioma growth, and inhibition of GSCs
via modulation of LASS2 expression may represent a
novel strategy for the management of glioma.

Materials and Methods
Animals
Four-week-old male nude mice were purchased
from the Model Animal Research Center of Nanjing
University and maintained under SPF (specific
pathogen-free) conditions according to the NIH
guidelines at the Animal Facility of Shantou
University Medical College. The mice were housed in
a temperature (22 ± 1 °C)- and humidity (55 ±
5%)-controlled room, with free access to water and
food. All the animal experiments were conducted
with the approval of the Institutional Animal Care
and Use Committee of Shantou University Medical
College (Approval No. SUMC 2018-119).

Cells, human glioma tissue microarray, and
plasmids
U251 (Cat. No. CL-0237) human glioblastoma
and U-87 MG (Cat. No. CL-0238) human glioblastoma
cell lines were provided by Procell Life Science &
Technology Co., Ltd (Wuhan, China) and were
cultured in DMEM (Dulbecco’s modified Eagle’s
medium)/low glucose (SH30021.01, Thermo Scientific
HyClone, Beijing, China) supplemented with 10% FBS
(fetal bovine serum; Sijiqing Biotech, Hangzhou,
China) and 50 U/ml penicillin/streptomycin solution
(Solarbio Biotech, Beijing, China). Both U251 and U-87
MG cell lines have been typically used to investigate
development and treatment mechanisms of
glioma/glioblastoma, with U-87 MG cells showing
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more malignancy potency. Both cell lines were
authenticated at Procell by STR profiling. No
contamination of HIV-1, HBV, HCV, mycoplasma,
bacteria, and yeast has been identified by the
company. A human glioma microarray containing
glioma tissues graded from I to IV according to the
malignancy degree (pilocytic astrocytoma (WHO
grade I), well-differentiated astrocytoma (WHO grade
II), anaplastic astrocytoma (WHO grade III), and
glioblastoma (WHO grade IV)) was purchased from
Alenabio Biotechnology (GL 2083, Xian, Shaanxi,
China). Plasmids pLV-Vec (pLV [Exp] -EGFP: T2A:
Puro-EF1A), pLV-LASS2 (pLV [Exp] -EGFP: T2A:
Puro-EF1A>hCERS2[NM_022075.4])
and
pLVshLASS2 (pLV [shRNA] -EGFP:T2A:Puro-U6>
hCERS2[shRNA#1])
were
purchased
from
VectorBuilder (Guangzhou, China).

Isolation of CD133+ GSCs and CD133non-GSCs from U-87 MG cells
Approximately 1 × 107 cells of either the U-87
MG cell line or the U251 cell line were collected for
analysis of CD133+ cells by flow cytometry. After
washing with PBS three times, cells were suspended
in 100 μl of flow buffer (PBS with 2 mM EDTA and
0.5% BSA; pH 7.2) containing a PE-conjugated mouse
anti-human CD133 antibody (1:10; 130-090-853;
Miltenyi, Germany). The cells were incubated in the
dark for 30 min at 4 °C, washed with flow buffer, and
centrifuged at 1300 rpm for 5 min. The cells were then
resuspended in a flow buffer for subsequent analysis.
In each analysis, a total of 1 × 104 cells were harvested
to separate the CD133+ and CD133− cell subsets. Flow
cytometric analysis and cell sorting were performed
with a BD Accuri C6 flow cytometer and a BD FACS
Aria II cell sorter (Becton and Dickinson Company,
Franklin Lakes, NJ, USA), respectively. CD133+ GSCs
sorted from U-87 MG cells were maintained in
DMEM-F12 medium containing 20 ng/ml human
recombinant epidermal growth factor (EGF)
(Invitrogen), 20 ng/ml human recombinant basic
fibroblast growth factor (bFGF) (Invitrogen), 2% B27
(Invitrogen), and 1% penicillin/streptomycin solution
(Solarbio Biotech Corp., Beijing, China). Then,
106 cells were harvested and stained under conditions
identical to those described above.

Wound healing assay
U251 and U-87 MG cells stably transfected with
either pLV-LASS2 (2 µg; VectorBuilder, Guangzhou,
China) or pLV-Vec (2 µg; VectorBuilder, Guangzhou,
China) were seeded in 96-well plates (5 × 104
cells/well) in DMEM culture medium supplemented
with 10% FBS. A 10 μl plastic pipette tip was used to
create uniform scratch wounds in the cell monolayers.
https://www.jcancer.org
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After 0, 12, and 24 h of incubation at 37 °C, the wound
widths were examined under a phase-contrast
microscope (IX51, Olympus, Tokyo, Japan) at 10×
magnification. At least three random fields were
photographed, and the cell migration ability was
evaluated by assessing the gap closure distance.

streptomycin solution (Solarbio Biotech Corp., Beijing,
China). The number of neurospheres in each well was
quantified. Neurospheres were then dissociated into
single cells and replated in 24-well plates at the
indicated number of cells per well to generate a
second generation of neurospheres.

Colony formation assay

Immunofluorescence staining

U251 and U-87 MG cells were stably transfected
with pLV-LASS2 (2 μg; VectorBuilder, Guangzhou,
China) or pLV-Vec (2 μg; VectorBuilder, Guangzhou,
China), and CD133- or CD133+ U-87 MG cells were
seeded in 24-well plates at 1500 cells/well and
incubated for 10 days to evaluate colony formation.
Colonies were fixed for 20 min with 4% PFA, stained
with 0.1% crystal violet solution, and eventually
visualized under a phase-contrast microscope (IX51,
Olympus) at 4× magnification. Colony formation was
defined as the cumulative growth of more than 50
cells.

For tissue immunofluorescence staining, the
deparaffinized human glioma tissue microarray
section was rehydrated and antigen retrieval was
performed. Then, the section was blocked with 10%
normal donkey serum (NDS) and incubated with a
mixture of primary mouse anti-CD133 (1:200;
66666-1-Ig, Proteintech, Wuhan, China) and rabbit
anti-LASS2
(1:200;
20344-1-AP;
Proteintech)
antibodies overnight at 4 °C. For cell immunofluorescence staining, CD133+ cells were seeded on
coverslips pretreated with poly-L-lysine (SigmaAldrich, St. Louis, MO, USA) overnight. Then, the
cells were fixed and incubated with antibodies against
CD133 (1:50; 18470-1-AP, Proteintech) and Nestin
(1:50; 66259-1-Ig, Proteintech) overnight at 4 °C. In
addition, U251 and U-87 MG cells stably transfected
with pLV-LASS2 (2 μg; VectorBuilder, Guangzhou,
China) or pLV-Vec (2 µg; VectorBuilder, Guangzhou,
China) were seeded on coverslips in a 24-well plate at
a density of 5 × 104 cells/well. Cells were then fixed
and incubated with an anti-MMP9 antibody (1:100;
sc-6840, Santa Cruz) or an anti-SPHK1 antibody
(1:100; 10670-1-AP, Proteintech) overnight at 4 °C.
After washing in PBS three times for 5 min each,
either tissue microarray section or cell samples were
incubated at room temperature with a DyLightTM
488-conjugated goat anti-mouse secondary antibody
(1:500; Jackson ImmunoResearch, Inc., West Grove,
PA, USA), and DyLightTM 594-conjugated goat
anti-rabbit secondary antibody (1:500; Jackson
ImmunoResearch, Inc.) for 60 min. Samples were then
stained with 4',6-diamidino-2-phenylindole (DAPI),
followed by mounting with an anti-fade mounting
solution (Beyotime). Images were finally acquired
using an Olympus confocal system (FV-1000,
Olympus, Japan).

Transwell assay
U251 and U-87 MG cells were stably transfected
with pLV-LASS2 (2 μg; VectorBuilder, Guangzhou,
China) or pLV-Vec (2 μg; VectorBuilder, Guangzhou,
China) and were then seeded on polycarbonate
membrane inserts with 8-μm pores (with the
underside precoated with fibronectin) in a transwell
chamber (Costar, Corning, NY, USA) or on the upper
side of membranes precoated with Matrigel (BD,
Franklin Lakes, NJ, USA). Then, 500 μl of DMEM
culture medium supplemented with 10% FBS was
added to the lower chambers as a chemoattractant.
After incubation for 12 h, the inserts were washed
with PBS 3 times, and cells on the top surface were
gently removed with a cotton swab. The cells attached
to the underside were fixed for 20 min with 4% PFA,
followed by staining with 0.1% crystal violet solution.
Retained cells were counted under a phase-contrast
microscope (IX51, Olympus). All assays were
independently repeated at least three times.

RNA sequencing and data analysis
Total RNA was prepared using a simple Total
RNA Kit (DP419; Tiangen, Beijing, China).
High-throughput RNA sequencing and analysis were
performed on a BGISEQ 500 sequencer (Beijing
Genomics Institute (BGI), Shenzhen, China).

Neurosphere formation assay
CD133+ and CD133- or CD133+-pLV-LASS2 and
CD133+-pLV-Vec cells were plated in 24-well plates at
the indicated numbers of cells per well. All cells were
maintained in DMEM-F12 medium supplemented
with 20 ng/ml EGF, 20 ng/ml bFGF, 2% B27
supplement (Invitrogen), and 1% penicillin/

Nude mouse xenograft model
To evaluate expression differences between
non-GSCs and GSCs in vivo, CD133- (5 × 105
cells/mouse) and CD133+ (5 × 105 cells/mouse) cells
were subcutaneously injected into mice (n=3 mice per
group). To evaluate the effect of LASS2 on the growth
of glioma in vivo, U-87 MG-pLV-LASS2 and U-87
MG-pLV-Vec cells (5 × 105 cells/mouse) were injected
subcutaneously into the flanks of mice (n=5 mice per
group). When the tumors were palpable, tumor
https://www.jcancer.org
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growth was monitored using a Vernier caliper
(BST-01601; BESTIR, Foshan, China) on days 7, 10, 14,
16, 18, and 21. The volume of glioma xenografts was
estimated using the formula L × S2/2, where L is the
longest diameter and S is the shortest diameter. After
mice were euthanized, the tumors were collected and
weighed using an electronic balance (ME104; Mettler
Toledo, Shanghai, China). All animal experiments
were performed in accordance with the NIH
guidelines and the guidelines of the Institutional
Animal Care and Use Committee of Shantou
University Medical College (ethics approval number:
SUMC2018-119, permission date: 30 May 2018).

Western blot analysis
Cells or tissues were lysed in RIPA buffer
(Solarbio Biotech, Beijing, China) supplemented with
PMSF (1:200; Solarbio Biotech). After centrifugation at
14,000 ×g for 15 min at 4 °C, the supernatants of the
cell lysates were collected. Equivalent quantities of
either cell or tissue lysates were first boiled at 100 °C
in 20% protein loading buffer (0.125 mol/l Tris-HCl
(pH 6.8), 20% glycerol, 10% sodium dodecyl sulfate,
0.1% bromophenol blue, and 5% β-mercaptoethanol).
Proteins were subsequently resolved by 10%
SDS-PAGE (sodium dodecyl sulfate-polyacrylamide)
gel electrophoresis and immediately transferred to a
PVDF
(polyvinylidene
difluoride)
membrane
(Millipore, Billerica, MA, USA). Then, 5% BSA diluted
in Tris-buffered saline buffer containing 0.05% Tween
20 (TBST, pH 7.4) was used to block nonspecific
protein binding sites at room temperature for 1 h. The
membranes were incubated with antibodies specific
for Bcl-2 (C-2; 1:1000; sc-7382), Bax (P-19; 1:1000;
sc-526), MMP2 (K-20; 1:1000; sc-8835), MMP9 (C-20;
1:1000; sc-6840), and GAPDH (2E3-2E10; 1:1000;
sc-293335) (all obtained from Santa Cruz
Biotechnology, Santa Cruz, CA, USA) and other
antibodies specific for both pro- and cleaved
Caspase-3 (1:500; BM3257, Boster; Wuhan, China),
TIMP2 (1:500; BM5024, Boster), Notch1 (1:1000;
20687-1-AP, Proteintech), TNF-α (1:1000; 60291-1-Ig,
Proteintech), P53
(1:1000; 60283-2-Ig, Proteintech),
Vimentin (1:1000; 60330-1-Ig, Proteintech), N-cadherin
(1:1000; 66219-1-Ig, Proteintech), E-cadherin (1:1000;
60335-1-Ig, Proteintech) CD133 (1:1000; 18470-1-AP,
Proteintech), Nestin (1:1000; 66259-1-Ig, Proteintech),
Sox2 (1:1000; 11064-1-AP; Proteintech), LASS2 (1:1000;
20344-1-AP; Proteintech), and SPHK1 antibody (1:100;
Proteintech) overnight at 4 °C. After washing 3 times
with TBST for 5 min at room temperature, horseradish
peroxidase (HRP)-conjugated goat anti-mouse
(BA1051, Boster) and goat anti-rabbit (BA1055, Boster)
secondary antibodies (both 1:1000; Boster) diluted in
TBST containing 5% BSA were employed, followed by
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3 washes with TBST (5 min each) at room
temperature. Signal intensity measurement was
performed with ImageJ software (NIH), and values
were calculated as the average density multiplied by
the area (measured in pixels).

H&E staining and immunohistochemistry
Tumor tissues were cryosectioned at a 4 μm
thickness for H&E staining based on previous work
[10]. Immunohistochemical staining was employed to
evaluate the morphological expression and
localization of LASS2, TIMP2, MMP9, CD133, Sox2,
and Nestin. Deparaffinized sections were rehydrated
through a graded series of ethanol and finally in PBS.
After antigen retrieval, tissue samples were incubated
in 3% H2O2 to quench endogenous peroxidase
activity. Sections were then blocked with 10% normal
goat serum for 30 min. Then, sections were
individually incubated with rabbit anti-LASS2 (1:100;
20344-1-AP;
Proteintech),
anti-TIMP2
(1:100;
17353-1-AP;
Proteintech),
anti-MMP9
(1:100;
10375-2-AP; Proteintech), and SPHK1 antibody (1:100;
Proteintech) antibodies overnight at 4 °C. Antigenantibody complexes were visualized using the AEC
method (Zhongshan Goldbridge Biotechnology Co.,
Ltd., Beijing, China). Tissues were then counterstained with hematoxylin (Zhongshan Goldbridge
Biotechnology Co, Ltd.). Immunohistochemical
staining was visualized under a Jiangnan light
microscope (DN-10B, Jiangnan, Nanjing, Jiangsu).

Statistical analysis
Statistical analyses were performed with SPSS
(Statistical Package for the Social Sciences) 19.0
software (SPSS, Chicago, IL, USA). The data are
expressed as the mean ± SEM of 3 to 5 independent
experiments and were analyzed using either unpaired
two-tailed independent Student’s t-test or one-way
ANOVA with Tukey’s post hoc test for multiple
comparisons. Differences were considered to be
significant at P < 0.05.

Results
Evaluation of LASS2 immunostaining and
LASS2/CD133 double immunostaining
intensities in the microarray containing human
glioma samples of different grades
Eight NAT, 30 grade I, 23 grade II, 25 grade III,
and 35 grade IV tissue points were included for the
immunohistochemical assay. Representative images
of immunohistochemical staining of LASS2 in each
group are shown in Fig. 1A. The protein level was
measured as the integrated immunostaining intensity
based on grayscale values ranging from 0-255
obtained using Image Tool II software. The integrated
https://www.jcancer.org

Journal of Cancer 2022, Vol. 13
intensities of LASS2 immunostaining in grade I to IV
gliomas decreased with increasing glioma malignancy
grade (Fig. 1B). The LASS2 levels in grade II to IV
glioma samples were significantly lower than those in
the corresponding normal adjacent tissue (NAT)
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samples. However, there was no significant difference
in the level of LASS2 between NAT and grade I
samples (Fig. 1B). In total, the levels of LASS2 in
glioma/glioblastoma tissues were significantly lower
than those in NATs (Fig. 1C).

Figure 1. Analysis of LASS2 expression on a human glioma tissue microarry. (A) Representative immunohistochemical staining images of LASS2. Scale bar = 100 µm.
(B) LASS2 levels in grade II to IV glioma samples were significantly lower than those in the normal adjancent tissue (NAT) (*P < 0.05 for grade II, and **P < 0.01 for both grade
III and IV, n.s., no significance; one-way ANOVA). (C) The level of LASS2 in glioma of all grades was significantly lower than in NAT (*P < 0.05; unpaired two-tailed Student’s
t-test). (D) Representative images showing the immunuofluorescent co-staining of LASS2 and CD133 in the NAT and gliomas graded from I to IV. Scale bar = 20 µm.
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To investigate a possible relationship between
LASS2 expression and the development of glioma
stem cells, we performed double staining for CD133
and LASS2 in a glioma tissue microarray using an
immunofluorescence
approach.
Our
results
demonstrated that both molecules were weakly
detected at the NAT point. In grade I and II glioma
tissues, the fluorescence signal of CD133 was rarely
detected, whereas that of LASS2 was relatively high.
In contrast, in grades III-IV tissues, the fluorescence
signal of CD133 was strongly detected, whereas that
of LASS2 was relatively low. The inverse correlation
between LASS2 and CD133 demonstrated that LASS2
may be weakly expressed in GSCs derived from
human glioma/glioblastoma tissues (Fig. 1D).

Pathological characterization of
glioma stem cells

CD133+

We first analyzed the pathological characteristics
of CD133+ glioma stem cells. We isolated CD133- cells
and CD133+ stem cells from glioblastoma U-87 MG
and U251 cells. Fluorescence-activated cell sorting
(FACS) analysis demonstrated that the CD133+ cell
fraction accounted for 0.8% and 0.6% of the total
populations of U-87 MG and U251 cells, respectively
(Fig. 2A). The sorting efficiency of the CD133+ and
CD133− populations was reevaluated after FACS
sorting. The purity of CD133+ GSCs isolated from the
population of proliferated sorted U-87 MG cells was
greater than 98.4% (Fig. 2B). We then cultured CD133+
and CD133- cells in serum-free conditioned culture
medium for 7 days, at which time point CD133+ cells
had aggregated and formed spheres, whereas CD133cells had undergone apoptosis-like changes (Fig. 2C).
The immunofluorescence staining results demonstrated that the stem cell markers CD133 and Nestin
were both abundantly expressed in cells composing
neurospheres (Fig. 2D). Western blot analysis
demonstrated that the CD133 and Nestin protein
levels in CD133+ glioma stem cells were significantly
higher than those in CD133- glioma cells, whereas the
protein level of LASS2 in CD133+ glioma stem cells
was significantly lower than that in CD133- glioma
cells (Fig. 2E). To demonstrate the roles of CD133+ and
CD133- cells in glioma growth, we induced the
growth of glioma xenografts using both CD133+ and
CD133- glioma cells in nude mice. The average size of
the CD133+ cell-derived glioma xenografts was
dramatically and significantly larger than that of the
xenografts derived from CD133- cells at days 7, 10, 14,
16, 18, and 21 post-injection (Fig. 2F, G). The final
weights of CD133+ cell-derived xenografts were
significantly higher than those of xenografts derived
from CD133- cells (Fig. 2H). In summary, our data
suggest that CD133+ cells are more malignant than

CD133- cells.

LASS2 inhibits malignant behaviors of glioma
stem cells
We employed sphere formation and western blot
analyses to investigate the function of LASS2 in GSCs.
The pLV-ShLASS2 treatment apparently promoted
the sphere formation of GSCs in comparison to those
treated with pLV (Fig. 3A). Compared with those
treated with pLV control, treatment of GSCs with
pLV-ShLASS2 significantly downregulated the
protein level of LASS2 while significantly increasing
those of Notch1 and GSCs stemness proteins Sox2,
CD133, and Nestin (Fig. 3B).

LASS2 functions as a tumor suppressor in
glioblastoma cells
To determine the functional roles of LASS2 in
glioma/glioblastoma,
we
transfected
either
pLV-Vector or pLV-LASS2 plasmid into both U251
and U-87 MG cells. We then employed wound
healing, colony formation, and transwell assays to
determine whether LASS2 can modulate the
migration and colony formation of glioma/
glioblastoma cells. We found that LASS2
overexpression significantly reduced the migration of
U251 cells and U-87 MG cells (Fig. 4A) compared with
that of empty scrambled control-treated cells. LASS2
overexpression apparently inhibited the colony
formation (Fig. 4B) and invasion (Fig. 4C) of both cell
lines when compared with the corresponding empty
scrambled control-treated cells. We also performed
immunofluorescence staining assays to evaluate
changes in MMP9 and SPHK1 levels in response to
LASS2 overexpression to evaluate cell migration and
cell survival. The results demonstrated that LASS2
overexpression
significantly
decreased
the
fluorescence signals of MMP9 and SPHK1 in both cell
lines compared with the corresponding empty
scrambled control-treated cells (Fig. 4D). Furthermore, we performed transcriptome sequencing of
U-87 MG-pLV-LASS2 and U-87 MG-pLV cells. We
found that LASS2 can regulate signaling molecules
related to migration, invasion, epithelial-mesenchymal transition (EMT), and apoptosis in U-87 MG
cells (Fig. 4E). The western blot analysis results
demonstrated that overexpression of LASS2
significantly increased the protein level of TIMP2
while reducing those of MMP9, MMP2, and SPHK1 in
both U251 and U-87 MG cells (Fig. 4F). In addition,
overexpression of LASS2 significantly increased the
protein levels of Bax, cleaved Caspase-3, TNF-α, and
p53 while reducing that of Bcl-2 in both cell lines (Fig.
4G). The western blot analysis results also
demonstrated that overexpression of LASS2 reduced
https://www.jcancer.org
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significantly increasing that of E-cadherin in both
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U251 and U-87 MG cells (Fig. 4H).

Figure 2. Isolation of GSCs from U-87 MG and U251 cells. (A) The proportion of CD133+ cells in U-87 MG and U251 cells. (B) The sorted CD133+ U-87 MG cells were
retested by flow cytometry after 7 days of culture, and the percentages of CD133+ cells and CD133- cells were shown. (C) CD133+ cells and CD133- cells were maintained in
the serum-free condition for 7 days. CD133+ cells formed spheres, whereas CD133- cells showed degradation. Scale bar = 200 µm. (D) The sphere derived from sorted CD133+
cells was shown to express stem cell markers CD133 and Nestin. Scale bar = 20 µm. (E) CD133 and Nestin were overexpressed in proliferated sorted CD133+ cells compared
with CD133- cells, whereas CD133- cells overexpressed LASS2 compared with CD133+ cells (*P < 0.05, vs. CD133- group; unpaired two-tailed Student’s t-test; n = 3). (F, G)
The glioma xenografts derived from CD133+ cells were more malignant than those derived from CD133- cells. (H) The average final tumor weight of the xenograft derived from
CD133+ cells was significantly higher than that from CD133- cells in nude mice (F, G, and H, *P < 0.05, **P < 0.01, and ***P < 0.001, vs. CD133- group; unpaired two-tailed
Student’s t-test; n = 3 animals).
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Figure 3. LASS2 inhibits sphere formation of GSCs. CD133+ U-87 MG cells were stably transfected with pLV and pLV-LASS2. (A) Downregulation of LASS2
promoted sphere formation of GSCs (**P < 0.01, vs. pLV control; unpaired two-tailed Student’s t-test; n = 3). Scale bar = 200 µm. (B) Downregulation of LASS2 significantly
reduced the protein level of LAAS2 while significantly increasing those of Notch1 and glioma stem cells stemness proteins CD133, Nestin and Sox2 (*P < 0.05, vs. pLV control;
unpaired two-tailed Student’s t-test; n = 3).

LASS2 inhibits glioma growth in vivo in a nude
mouse model
To determine the role of LASS2 in modulating
glioma growth, we established xenografts using U-87
MG cells stably transfected with either pLV-vector or
pLV-LASS2 plasmid. Excised xenografts are shown in
Fig. 5A and indicate that LASS2 overexpression
inhibited tumor growth at all time points tested until
treatment completion (Fig. 5B). The average final
weight of glioma tumors with LASS2 overexpression
was significantly lower than that of glioma tumors
with vector overexpression at day 21 (Fig. 5C). H&E
staining showed a relatively less dense structure in
tumor tissue from the U-87 MG-pLV-LASS2 group
(Fig. 5D). Immunohistochemical staining also
demonstrated that MMP9 and SPHK1 levels were
apparently reduced, but LASS2 and TIMP2 levels
were increased in glioma xenografts derived from
U-87 MG-pLV-LASS2 cells compared with those
derived from U-87 MG-pLV cells (Fig. 5E). Western
blot analysis demonstrated that the protein levels of
LASS2 and TIMP2 were apparently elevated,
accompanied by reductions in SPHK1, MMP2, and
MMP9 protein levels, in glioma xenografts derived
from U-87 MG-pLV-LASS2 cells compared with those
derived from U-87 MG-pLV cells (Fig. 5F). Western
blot analysis demonstrated a reduction in the protein
level of Bcl-2 and an increase in the protein levels of
Bax, cleaved Caspase-3, TNF-α, and p53 in glioma
xenografts derived from U-87 MG-pLV-LASS2 cells
compared with those derived from U-87 MG-pLV

cells (Fig. 5G). Western blot analysis also
demonstrated that the protein levels of Vimentin and
N-cadherin were reduced, but that of E-cadherin was
increased in glioma xenografts derived from U-87
MG-pLV-LASS2 cells compared with those derived
from U-87 MG-pLV cells (Fig. 5H).

Discussion
So far, glioma is still one of the critical threats to
human health. The genesis and development of
glioma is a multi-process, including astrocyte, stem
cell proliferation, tumor proliferation, and EMT, etc.
LASS2 is one of the ceramide synthases. Accumulated
evidence indicates that LASS2 is involved in cancer
progression and tumor chemosensitivity [11], mainly
including bladder cancer [12], hepatoblastoma [13],
and prostate cancer [14]. However, the role of LASS2
in glioma remains elusive. This study investigated the
role of LASS2 in GSCs proliferation and sphere
formation. The role of LASS2 in glioma/glioblastoma
cell migration/invasion and tumor formation was
also investigated.
Previous studies have suggested that LASS2
inhibits cancer development through inhibition of the
vacuolar-H (+)-ATPase, which functions mainly by
controlling the acidification of internal and external
cells under physiological and pathological conditions
[15]. Some V-ATPase subunits were found to be
enriched in glioma stem cells and in patients with
poor survival outcomes [16], which promotes us to
explore the role of LASS2 in GSCs.
https://www.jcancer.org
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Figure 4. Effect of LASS2 on cell migration, invasion and apoptosis. (A) Wound healing assay of pLV-vector or pLV-LASS2-transfected glioma/glioblastoma cells at 0 h,
12 h and 24 h after scratch. The images were taken from an inverted microscope under 10× magnification (*P < 0.05 and **P < 0.01, vs. pLV control; unpaired two-tailed Student’s
t-test; n = 3). Scale bar = 200 µm. (B) Colony formation assay in pLV-vector or pLV-LASS2-transfected U251 and U-87 MG cells. Images were acquired at 4× magnification (*P
<0.05, vs. pLV control; unpaired two-tailed Student’s t-test; n = 3). (C) Transwell assay demonstrated that LASS2 inhibits the migration of U251 and U-87 MG cells compared
with the pLV control (*P <0.05; unpaired two-tailed Student’s t-test; n = 3). Scale bar = 200 µm. (D) The immunofluorescence staining of MMP9 and SPHK1 was shown in both
U251 and U-87 MG cells. Scale bar = 200 µm. (E) RNA-Seq shows that LASS2 influenced cell migration/invasion, apoptosis, epithelial- mesenchymal transition (EMT) conversion
and cellular life activity. (F) Overexpression of LASS2 reduced the protein levels of MMP2, MMP9, and SPHK1 while increasing that of TIMP2 in both U251 and U-87 MG cells.
(G) LASS2 overexpression increased the levels of Bax, cleaved Caspase-3, TNF-α, and p53 while reducing that of Bcl-2 in both U251 and U-87 MG cells. (H) Overexpression
of LASS2 reduced the protein levels of Vimentin and N-cadherin while increasing that of E-cadherin in both U251 and U-87 MG cells (F, G, and H, *P <0.05 and **P < 0.01, vs.
pLV control in each cell line; unpaired two-tailed Student’s t-test; n = 3).
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Figure 5. LASS2 inhibited tumor growth in a pLV-LASS2-U-87 MG glioblastoma xenograft nude mouse model. (A) Representative photographs showing the
gross pLV-LASS2-U-87 MG and empty scramble control glioblastoma xenografts from the nude mouse. (B) The tumor volume was evaluated between the scrambled control and
pLV-LASS2 groups (**P < 0.05 and **P < 0.01 vs. pLV control group; unpaired two-tailed Student’s t-test; n = 5 animals). (C) The final tumor weight was measured after
dissection. The average final weight of tumors derived from pLV-LASS2-transcfected U-87 MG cells was significantly lower than those derived from the scrambled control (**P
< 0.01, vs. pLV control group; unpaired two-tailed Student’s t-test; n = 5 animals). (D) Representative images for H&E staining from either group were shown. (E) IHC staining
of LASS2, TIMP2, MMP9, and SPHK1 in xenografted tumors derived from U-87 MG cells transfected with either pLV-LASS2 or scrambled control. Scale bar = 20 µm. (F)
Western blot analysis of LASS2, SPHK1, TIMP2, MMP2, and MMP9 in xenografted tumors derived from U-87 MG cells transfected with either pLV or pLV-LASS2. (G) Western
blot analysis of Bax, Bcl-2, pro-Caspase-3, cleaved Caspase-3, TNF-α and p53 in xenografted tumors derived from U-87 MG cells transfected with either pLV or pLV-LASS2. (H)
Western blot analysis of EMT conversion-related proteins Vimentin, E-cadherin, and N-cadherin in xenografted tumors derived from U-87 MG cells transfected with either pLV
or pLV-LASS2 (F, G, and H, *P <0.05, **P < 0.01, and ***P < 0.001, vs. pLV control; unpaired two-tailed Student’s t-test; n = 3).

GSCs are capable of self-renewal, thus
replenishing a glioma cell population with metastatic
growth characteristics. The chemo- and radio-

resistance of GSCs greatly contribute to the tumor
response to anticancer treatment [17]. The GSC
hypothesis has been revived based on the discovery of
https://www.jcancer.org
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marker profiles for prospective identification of GSCs,
which has led to the identification of novel treatments
specifically
targeting
GSCs.
Thus,
further
understanding of the mechanisms underlying GSCs
proliferation may facilitate our identification of a
promising method for the treatment of glioma and
improve future anticancer therapies. It was noted that
LASS2 overexpression in CD133+ U-87 MG cells
inhibited GSC sphere formation and reduced the
protein levels of Notch1, CD133, Nestin, and Sox2,
thus implying that LASS2 can influence glioma stem
cell-specific
proteins
and
inhibit
stemness
maintenance of GSCs, and thus reduce the growth of
GSCs-derived glioblastoma growth.
Recently, LASS2 has been reported to modulate
tumor cell growth via different cell signaling in a
tumor type-dependent manner. LASS2 inhibits
bladder cancer invasion and chemoresistance through
regulation of ERK-Drp1 induced mitochondrial
dynamics [18]. In addition, LASS2 inhibits growth
and invasion of bladder cancer by regulating ATPase
activity, suggesting that LASS2 silencing may enhance
the growth, invasion, and metastasis of cancer cells by
regulating ATPase activity [12]. LASS2 inhibits
proliferation and induces apoptosis in HepG2
hepatoblastoma cells through the mitochondrial
apoptotic, NF-κB, and cell cycle signaling pathways
[13]. Phosphorylated LASS2 also inhibits prostate
carcinogenesis through negative regulation of Wnt/
β-catenin signaling [14].
Epithelial-mesenchymal transition is a highly
conserved step-wise process, which refers to the
transition of migratory mesenchymal cells from
immobile epithelial cells with the loss of tight
junctions and associated adherence [19]. E-cadherin is
a transmembrane glycoprotein that exerts a tumorsuppressing role in normal cells, whose downregulation usually indicates poor prognosis and
survival in patients of various cancers [20]. In contrast
to the loss of E-cadherin functions during EMT,
Vimentin and N-cadherin are up-regulated as
mesenchymal markers to enhance cells to migrate or
metastasize to target organs [21]. It has been reported
that overexpression of integrin-linked kinase (ILK)
can down-regulate E-cadherin in an NF-κB
pathway-dependent manner in glioma cells with
enhanced invasion and migration potentials [22]. The
enhanced N-cadherin expression has been shown to
compound the EMT process in gliomas with
unfavorable prognostic outcomes, although no
correlated overall survival has been detected [23]. We
here demonstrated that LASS2 overexpression
significantly down-regulated the expression of
N-cadherin while increasing that of E-cadherin both
in vitro and in vivo, suggesting that LASS2 can
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function by inhibiting glioma/glioblastoma growth
partly via the suppression of EMT.
In addition, LASS2 has been demonstrated to
promote tumor cell apoptosis via ceramide [24, 25], an
effect that can be reduced when ceramide is converted
into survival-promoting sphingosine 1-phosphate
(S1P) by sphingosine kinase 1 (SPHK1) in
glioblastoma [26, 27]. Overexpression of LASS2
reduced the protein expression of SPHK1, MMP9,
MMP2, Bcl-2, Vimentin, and N-cadherin while
increasing that of TIMP2, Bax, activated caspase3,
TNF-α, p53, and E-cadherin both in vitro and in vivo,
suggesting that LASS2 suppresses the development
and progression of glioma mainly by inhibiting tumor
cell migration, invasion, and proliferation [28-30]. The
inhibitory effect of LASS2 on subcutaneous xenograft
growth further supports previous reports that LASS2
can function as a novel tumor-suppressing gene in
glioma formation, progression, and metastasis.
However, high-leveled LASS2 was reported in
endometrial cancer tissues, where it contributes to
progestin resistance under the modulation of Nrf2
[31]. Increased expression of LASS2 plays an
unfavorable role in the prognosis in patients with
ovarian cancer by enhancing migration, invasion, and
metastasis of cancer cells [32]. Thus, further efforts
toward the development of LASS2-based glioma
treatment are warranted.

Conclusions
In summary, our findings indicate that LASS2
can function as a suppressor of glioma growth,
suggesting that modulation of LASS2 expression may
contribute to a novel strategy for the management of
glioma via inhibition of GSCs. Further investigation
on LASS2 may provide a better understanding of
glioma/glioblastoma
pathogenesis
and
may
ultimately promote the development of efficient
therapies based on the promotion of LASS2 function.

Acknowledgements
Funding
This research was funded by the National
Natural Science Foundation of China (Grant No.
81471279
and
81171138),
Jiangsu
Province
Shuangchuang Talent Plan (Grant No. JSSCRC
2021533), the research Start-up Fund of Jiangnan
University (Grant No. 1285081903200020), and
Research start-up Fund of Wuxi School of Medicine,
Jiangnan University (Grant No. 1286010242190060).

https://www.jcancer.org

Journal of Cancer 2022, Vol. 13
Availability of data and materials
The datasets used and/or analyzed during the
current study are available from the corresponding
author on reasonable request.

Author Contributions
YF and WZ designed the research study. YF and
WZ performed the experiments, and analyzed the
data. YF, GO and XQ drafted, and WZ wrote and
edited the manuscript. All authors have read and
approved the final manuscript.

Competing Interests
The authors have declared that no competing
interest exists.

References
1.
2.
3.
4.
5.
6.
7.

8.
9.

10.

11.
12.
13.

14.
15.
16.
17.
18.
19.

Lapointe S, Perry A, Butowski NA. Primary brain tumours in adults. Lancet.
2018; 392: 432-46.
Bondy ML, Scheurer ME, Malmer B, Barnholtz-Sloan JS, Davis FG, Il'yasova D,
et al. Brain tumor epidemiology: consensus from the Brain Tumor
Epidemiology Consortium. Cancer. 2008; 113: 1953-68.
Bao S, Wu Q, McLendon RE, Hao Y, Shi Q, Hjelmeland AB, et al. Glioma stem
cells promote radioresistance by preferential activation of the DNA damage
response. Nature. 2006; 444: 756-60.
Galli R, Binda E, Orfanelli U, Cipelletti B, Gritti A, De Vitis S, et al. Isolation
and characterization of tumorigenic, stem-like neural precursors from human
glioblastoma. Cancer research. 2004; 64: 7011-21.
Tunici P, Irvin D, Liu G, Yuan X, Zhaohui Z, Ng H, et al. Brain tumor stem
cells: new targets for clinical treatments? Neurosurgical focus. 2006; 20: E27.
Duan JJ, Qiu W, Xu SL, Wang B, Ye XZ, Ping YF, et al. Strategies for isolating
and enriching cancer stem cells: well begun is half done. Stem cells and
development. 2013; 22: 2221-39.
Fan S, Niu Y, Tan N, Wu Z, Wang Y, You H, et al. LASS2 enhances
chemosensitivity of breast cancer by counteracting acidic tumor
microenvironment through inhibiting activity of V-ATPase proton pump.
Oncogene. 2013; 32: 1682-90.
Schiffmann S, Sandner J, Birod K, Wobst I, Angioni C, Ruckhaberle E, et al.
Ceramide synthases and ceramide levels are increased in breast cancer tissue.
Carcinogenesis. 2009; 30: 745-52.
Fei P, Junyu N, Jiangfeng Y, Jingpin Y, Yuping W, Zhihui H, et al. Monoclonal
antibodies against human tumor metastasis suppressor gene-1 (TMSG-1):
preparation, characterization, and application. Hybrid Hybridomics. 2004; 23:
318-25.
Fan Y, Xue W, Schachner M, Zhao W. Honokiol Eliminates Glioma/
Glioblastoma Stem Cell-Like Cells Via JAK-STAT3 Signaling and Inhibits
Tumor Progression by Targeting Epidermal Growth Factor Receptor. Cancers
(Basel). 2018; 11.
Liu J, Wang H, Wang Y, Li Z, Pan Y, Liu Q, et al. Repression of the
miR-93-enhanced sensitivity of bladder carcinoma to chemotherapy involves
the regulation of LASS2. Onco Targets Ther. 2016; 9: 1813-22.
Wang H, Zuo Y, Ding M, Ke C, Yan R, Zhan H, et al. LASS2 inhibits growth
and invasion of bladder cancer by regulating ATPase activity. Oncol Lett.
2017; 13: 661-8.
Yang Y, Yang X, Li L, Yang G, Ouyang X, Xiang J, et al. LASS2 inhibits
proliferation and induces apoptosis in HepG2 cells by affecting mitochondrial
dynamics, the cell cycle and the nuclear factorkappaB pathways. Oncol Rep.
2019; 41: 3005-14.
Zhang K, Wu R, Mei F, Zhou Y, He L, Liu Y, et al. Phosphorylated LASS2
inhibits prostate carcinogenesis via negative regulation of Wnt/beta-catenin
signaling. J Cell Biochem. 2021; 9: 1048-61.
Yu W, Wang L, Wang Y, Xu X, Zou P, Gong M, et al. A novel tumor metastasis
suppressor gene LASS2/TMSG1 interacts with vacuolar ATPase through its
homeodomain. J Cell Biochem. 2013; 114: 570-83.
Bertolini I, Terrasi A, Martelli C, Gaudioso G, Di Cristofori A, Storaci AM, et
al. A GBM-like V-ATPase signature directs cell-cell tumor signaling and
reprogramming via large oncosomes. EBioMedicine. 2019; 41: 225-35.
Singh SK, Clarke ID, Terasaki M, Bonn VE, Hawkins C, Squire J, et al.
Identification of a cancer stem cell in human brain tumors. Cancer research.
2003; 63: 5821-8.
Huang L, Luan T, Chen Y, Bao X, Huang Y, Fu S, et al. LASS2 regulates
invasion and chemoresistance via ERK/Drp1 modulated mitochondrial
dynamics in bladder cancer cells. J Cancer. 2018; 9: 1017-24.
Wang Y, Shi J, Chai K, Ying X, Zhou BP. The Role of Snail in EMT and
Tumorigenesis. Current cancer drug targets. 2013; 13: 963-72.

2292
20. Wong SHM, Fang CM, Chuah LH, Leong CO, Ngai SC. E-cadherin: Its
dysregulation in carcinogenesis and clinical implications. Critical reviews in
oncology/hematology. 2018; 121: 11-22.
21. Odero-Marah
V,
Hawsawi
O,
Henderson
V,
Sweeney
J.
Epithelial-Mesenchymal Transition (EMT) and Prostate Cancer. Advances in
experimental medicine and biology. 2018; 1095: 101-10.
22. Liang F, Zhang S, Wang B, Qiu J, Wang Y. Overexpression of integrin-linked
kinase (ILK) promotes glioma cell invasion and migration and down-regulates
E-cadherin via the NF-κB pathway. Journal of molecular histology. 2014; 45:
141-51.
23. Noh MG, Oh SJ, Ahn EJ, Kim YJ, Jung TY, Jung S, et al. Prognostic significance
of E-cadherin and N-cadherin expression in Gliomas. BMC cancer. 2017; 17:
583.
24. Rossi MJ, Sundararaj K, Koybasi S, Phillips MS, Szulc ZM, Bielawska A, et al.
Inhibition of growth and telomerase activity by novel cationic ceramide
analogs with high solubility in human head and neck squamous cell
carcinoma cells. Otolaryngol Head Neck Surg. 2005; 132: 55-62.
25. Su J, Yu W, Gong M, You J, Liu J, Zheng J. Overexpression of a Novel Tumor
Metastasis Suppressor Gene TMSG1/LASS2 Induces Apoptosis via a
Caspase-dependent Mitochondrial Pathway. J Cell Biochem. 2015; 116: 1310-7.
26. Jensen SA, Calvert AE, Volpert G, Kouri FM, Hurley LA, Luciano JP, et al.
Bcl2L13 is a ceramide synthase inhibitor in glioblastoma. Proceedings of the
National Academy of Sciences of the United States of America. 2014; 111:
5682-7.
27. Quint K, Stiel N, Neureiter D, Schlicker HU, Nimsky C, Ocker M, et al. The
role of sphingosine kinase isoforms and receptors S1P1, S1P2, S1P3, and S1P5
in primary, secondary, and recurrent glioblastomas. Tumour Biol. 2014; 35:
8979-89.
28. Ni H, Ji D, Li J, Zhao Z, Zuo J. The nuclear transporter importin-11 regulates
the Wnt/β-catenin pathway and acts as a tumor promoter in glioma.
International journal of biological macromolecules. 2021; 176: 145-56.
29. Sawada M, Nakashima S, Banno Y, Yamakawa H, Takenaka K, Shinoda J, et al.
Influence of Bax or Bcl-2 overexpression on the ceramide-dependent apoptotic
pathway in glioma cells. Oncogene. 2000; 19: 3508-20.
30. Shi G, Zhang Z. Rap2B promotes the proliferation and migration of human
glioma cells via activation of the ERK pathway. Oncol Lett. 2021; 21: 314.
31. Yang B, Hu M, Fu Y, Sun D, Zheng W, Liao H, et al. LASS2 mediates
Nrf2-driven progestin resistance in endometrial cancer. American journal of
translational research. 2021; 13: 1280-9.
32. Sheng N, Wang Y, Xie Y, Chen S, Lu J, Zhang Z, et al. High expression of
LASS2 is associated with unfavorable prognosis in patients with ovarian
cancer. Journal of cellular physiology. 2019; 234: 13001-13.

https://www.jcancer.org

