
0 10 20 30 40 50

GO:0019899~enzyme binding

GO:0004672~protein kinase activity

GO:0005524~ATP binding

GO:0016301~kinase activity

GO:0005515~protein binding

GO:0042803~protein homodimerization activity

GO:0004674~protein serine/threonine kinase activity

GO:0042802~identical protein binding

GO:0008270~zinc ion binding

GO:0004879~RNA polymerase II transcription factor activity, ligand-activated seq

GO:0042493~response to drug

GO:0001666~response to hypoxia

GO:0055114~oxidation-reduction process

GO:0018105~peptidyl-serine phosphorylation

GO:0045429~positive regulation of nitric oxide biosynthetic process

GO:0043066~negative regulation of apoptotic process

GO:0006468~protein phosphorylation

GO:0006950~response to stress

GO:0001938~positive regulation of endothelial cell proliferation

GO:0048010~vascular endothelial growth factor receptor signaling pathway

GO:0005829~cytosol

GO:0048471~perinuclear region of cytoplasm

GO:0005886~plasma membrane

GO:0016020~membrane

GO:0005654~nucleoplasm

GO:0043234~protein complex

GO:0005634~nucleus

GO:0070062~extracellular exosome

GO:0009986~cell surface

GO:0000790~nuclear chromatin
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