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Supplementary Figure S1 The correlation between MYB family genes
and the stage,grade of pancreatic cancer. (A) MYB gene violin plots of
patient pathological stage by GEPIA.(B) MYBL1 gene violin plots of
patient pathological stage by GEPIA.(C) MYBL2 gene violin plots of
patient pathological stage by GEPIA.(D) Expression of MYB in PAAD
based on tumor grade by UALCANplatform.(E) Expression of MYBL1

in PAAD based on tumor grade by UALCAN platform.(F) Expression of
MYBL2 in PAAD based on tumor grade by UALCAN platform.
Supplementary Figure S2 The correlation between MY B expression and
OS (A), DSS (B) and PFS (C) from TCGA dataset, comparison among
different groups was made by log-rank test. The time ROC(v 0.4) analysis
was used to compare the predictive accuracy of MYB gene for overall
survival (OS)(D), (DSS)(E),(PFS)(F),respectively.

Supplementary Figure S3 The correlation between MYBL1 expression
and OS (A), DSS (B) and PFS (C) from TCGA dataset, comparison among
different groups was made by log-rank test. The time ROC(v 0.4) analysis
was used to compare the predictive accuracy of MYBL1 gene for overall

survival (OS)(D), (DSS)(E),(PFS)(F), respectively.
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