
Supplementary Table 1: Details of the primer sequences used in this research 

Primer Sequences 

hsa-miR-216a-

3p 

Forward: 5’-ACACTCCAGCTGGGTCACAGTGGTCTCTGGGA-3’ 

RT: 5’-CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGATAATCC-

3’ 

hsa-miR-338-3p 

Forward: 5’-ACACTCCAGCTGGGTCCAGCATCAGTGATTTT-3’ 

RT: 5’-CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGCAACAAA-

3’ 

hsa-miR-1251-

3p 

Forward: 5’-ACACTCCAGCTGGGCGCTTTGCTCAGCCAGT-3’ 

RT: 5’-CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGCTACACT-

3’ 

hsa-miR-3129-

5p 

Forward: 5’-ACACTCCAGCTGGGGCAGTAGTGTAGAGATTG-3’ 

RT: 5’-CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGAAACCAA-

3’ 

hsa-miR-4633-

3p 

Forward: 5’-ACACTCCAGCTGGGAGGAGCTAGCCAGGCATA-3’ 

RT: 5’-CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGTGCATAT-

3’ 

hsa-miR-6503-

3p 

Forward: 5’-ACACTCCAGCTGGGGGGACTAGGATGCAGAC-3’ 

RT: 5’-CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGGGAGGTC-

3’ 

Universal 

Reverse 

5’-TGTCGTGGAGTCGGCAATTC-3’ 

U6 

Forward: 5’-GCTTCGGCAGCACATATACTAAAAT-3’ 

Reverse: 5’-CGCTTCACGAATTTGCGTGTCAT-3’ 

RT: 5’-CGCTTCACGAATTTGCGTGTCAT-3’ 

 


