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Supplementary Figure 1
KEGG pathway analysis.

The results of KEGG analysis, including (A) TGF-B , (B) WNT, and (C) NOTCH signaling
pathways.

Supplementary Table 1: List of siRNAs used in this study

siR-ZNF667-AS1 GAGAGAAGAUGUGAAGUAU(AT)(AT)
AUACUUCACAUCUUCUCUC(dT)(dT)
siR-AP005121.1 GAUGUCAAGUGUAUAUCUA(AT)(dT)

UAGAUAUACACUUGACAUC(AT)(dT)
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