Table S1. Clinicopathologic characteristics of the study populations

Characteristic Discovery (n =457) Replication (n = 187)
Age at diagnosis

Median, years (IQR) 66 (62-70) 66 (61-70)
PSA at diagnosis

Median, ng/ml (IQR) 10.9 (6.9-18.4) 10.8 (7.1-17.6)
Pathologic stage, n (%)

T1/T2 235(51.4) 129 (70.9)

T3/T4/N1 222 (48.6) 53(29.1)
Pathologic Gleason score, n (%)

2-7 371 (81.2) 160 (85.6)

8-10 86 (18.8) 27 (14.4)
Surgical margin, n (%)

Negative 307 (67.2) 153 (81.8)

Positive 150 (32.8) 34 (18.2)
Lymph node metastasis, n (%)

Negative 325 (94.5) 180 (97.8)

Positive 19 (5.5) 4(2.2)
Biochemical recurrence, n (%) 137 (30.0) 92 (49.2)
Median follow-up, months 38 74

Abbreviations: IQR: interquartile range; PSA: prostate-specific antigen.

Subtotals do not sum to n of patients due to missing data.



Table S2. Association between aldehyde dehydrogenase 1 family gene polymorphisms and biochemical recurrence after radical prostatectomy

Gene SNP ID Chromosome Position Allele MAF HWE Discovery Replication
ALDHIAI 1s8187998 9 72901146 T>C 0.056 0.385 0.360
ALDHIAI 154646547 9 72902666 C>A 0.415 0.564 0.868
ALDHIAI 15610529 9 72918408 G>A 0.483 0.399 0.604
ALDHIAI 152288086 9 72925656 G>A 0.079 1.000 0.929
ALDHIAI 1513959 9 72930966 G>A 0.465 0.224 0.222
ALDHIAI 15348463 9 72932696 C>T 0.473 0.302 0.146
ALDHIAI 1576100846 9 72933110 A>G 0.064 1.000 0.503
ALDHIAI 15146758119 9 72933119 T>C 0.052 1.000 0.998
ALDHIAI 1510869208 9 72993710 T>C 0.482 0.350 0.208
ALDHIAI 156560311 9 72997266 T>G 0.481 0.456 0.208
ALDHIAI 157853400 9 73014044 A>G 0.453 0300 0.348
ALDHIAI 15139321864 9 73018961 G>C 0.067 0.449 0.364
ALDHIAI 154745209 9 73025189 C>T 0.472 0.191 0.502
ALDHIAI 154551429 9 73057029 C>T 0.422 0.566 0.279
ALDHI1A42 153204690 15 57954570 T>G 0.308 0.231 0.184
ALDHI1A2 153204689 15 57954604 G>C 0.202 0.059 0.442
ALDHIA2 153784262 15 57960908 T>C 0.213 0.070  0.446
ALDHIA2 1511071365 15 58041928 G>A 0.203 0.313  0.350
ALDHIA2 152464469 15 58069827 G>A 0.379 1.000 0.586
ALDHIA2 1528589660 15 58079131 T>C 0.265 0.811 0.744
ALDHIA2 1512916872 15 58083542 T>C 0.165 0.735 0.869
ALDHIA2 152642654 15 58104774 T>C 0.052 0.625 0.089
ALDHI1A2 1558890367 15 58107107 T>C 0.150 0.582  0.008 0.265
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Abbreviations: SNP: single nucleotide polymorphism; MAF: minor alleles frequency; HWE: Hardy-Weinberg equilibrium.



Table S3. Regulatory annotation of ALDHI1A2 rs16939929

Position ~ SNP ID LD (r?) Reference allele Alternate allele ASN frequency Enhancer histone marks DNAse Motifs changed
58204734 rs16939929 1 A G

58206020 rs74793808  0.95 G A

eQTL hits
0.11 LNG, FAT, MUS, SKIN Hsf, PU.1, SPIB, p300 1 hit

0.12 FAT, SKIN, BLD CRVX




