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Supplemental Figure 1:

Analysis of KLRD1 Expression in HNSC and its Correlation with Genomic Stability.
(A) Validation of KLRD1 expression in HNSC compared to normal tissues using the
GEO dataset (E MTAB 8588). (B) Correlation between KLRD1 expression and
aneuploidy score in HNSC. (C) Correlation between KLRDI1 expression and

homologous recombination defects in HNSC. (D) Correlation between KLRDI

expression and ploidy score in HNSC.
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