
 
Fig. S1 (A, B) illustrates the results of raw data processing for endometrial samples (C), 

showing the number of unigenes. 

 



 

Fig S2 illustrates the comparison of alpha diversity indicators between the rNETs group 

and the control group, encompassing (A) Chao1 index, (B) ACE index, (C) Shannon 

index, and (D) Simpson index. 

 

 



 

 

Fig. S3 presents the alpha diversity indices, including (A) the Chao1 index, (B) the 

ACE index, (C) the Shannon index, and (D) the Simpson index of the rNETs-M group 

and rNETs-nM group. 

Fig. S4  N vs rNETs-nM vs rNETs-M  (A) at the Phylum level, (B) at the Genus level, 

and (C) at the Species level. 
 


